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UPCOMING EVENTS CALENDAR

September 2026

September 12, 2026 - Saturday, 2:00 — 3:30 PT - SAS Webinar M. Kat Anderson, PhD
University of California, Davis “Tending the Wild” at Pena Archaeology Facility (607 Pena Dr.
Suite 600, Davis CA) and Zoom

October 2026

October 3, 2026 — Saturday 2:00 — 3:30 PM PT - SAS Webinar Dr. Matthew W Tocheri, PhD
Professor of Anthropology, Lakehead University, Canada, “Homo floresiensis — Past and Future”
via Zoom

November 2026

November 7, 2026 — Saturday, 2:00 — 3:30 PM PT - SAS Webinar Jan Johansen SAS Past
President/Vice President, “Canals, Images, and Trade — Jornada Mogollon and Paquimé” via
Zoom

December 2026

December 5, 2026, Saturday, 1:00 — 6:00+ PM PT - SAS Annual Meeting and Webinar Denise
Ruzicka, Archaeologist, “Astronomical Alignments at the Harris Site in the Mimbres Valley,
New Mexico” at Pena Archaeology Facility (607 Pena Dr. Suite 600, Davis, CA) and Zoom

See announcements: https://sacarcheology.org/announcements/ for webinar access
information and calendar: https://sacarcheology.org/archaeology-activities/calendar-of-
events/ for the complete set of events in our website: www.sacarcheology.org.

The seminars will start at 2:00 PM PT on the first or second Saturday of the month and formally
conclude at about 3:30 PM. All presentations are provided via Zoom. Some will be held in Davis,
CA at Pena Archaeology Facility (607 Pena Dr. Suite 600). Friends are welcome and also invited
to join our organization. There is no participation fee. All are invited to attend the webinar
before 2:00 PM PT, 1:45 for chat time.
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UPCOMING EVENTS
SAS Webinar

Saturday, September 12, 2026
2:00-4:30 PM PT
“Healing the Nature/Culture Divide”
M. Kat Anderson, PhD ethnoecologist, writer
at 607 Pena Dr. Suite 600, Davis CA and on Zoom

Abstract: What does it mean to truly belong to a landscape, to listen to it, and let it sing back?
In her new book, I Sing to the Earth and She Sings Back, ethnobotanist M. Kat Anderson invites
us into a more intimate, embodied relationship with the natural world, one grounded in
presence, reciprocity, and a reawakening of ancestral ways of knowing. Building on the
foundation of her landmark book, Tending the Wild, which transformed how we understand
Indigenous stewardship of California’s landscapes, Anderson discusses her new book and how
she draws from decades of collaboration with Native elders and a lifetime of personal
experience as an ecologist. She will weave storytelling, cultural insight, and practical guidance
into her talk that speak powerfully to our moment of ecological reckoning and spiritual
disconnection, offering a grounded and hopeful path to reconnection — one that honors
Indigenous wisdom without appropriating it.

About the speaker: M. Kat Andersonis an ethnoecologist, writer, gardener, and gatherer
dedicated to restoring relationships between people and native ecosystems. With a Ph.D. in
Wildland Resource Science from UC Berkeley, she has spent over 25 years learning from Native
American communities, integrating Traditional Ecological Knowledge (TEK) with Western
science. As the author of Tending the Wild, she highlights indigenous stewardship practices
essential for biodiversity, climate resilience, and cultural restoration. Her latest work, / Sing to
the Earth and She Sings Back, explores how we can reimagine time, embrace reciprocity, and
cultivate deep, healing relationships with the earth. She expects to have this latest book

available for purchase.
SAS Webinar

"Homo floresiensis: Past, Present, Future”

Matthew Tocheri, archaeologist, professor at Lakehead University, Canada;
Research Associate at National Museum of Natural History, USA
Saturday, October 3, 2026
2:00-3:30 PM PT

On Zoom
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Abstract: Nearly twenty-two years ago, on the 28th of October 2004, a discovery was
announced that sent shock waves around the world. A completely unexpected extinct human
species, called Homo floresiensis, was proposed based on skeletal remains recovered on the
Indonesian island of Flores. This new species quickly became known affectionately as the
‘hobbits of human evolution’ and “suddenly became, by no wish of their own, both important
and renowned, and troubled the councils of the wise and the great” (J.R.R. Tolkien, The Lord
of the Rings). Although Homo floresiensis is now known widely as a small-brained, short-
statured hominin species, the impact on the field of human evolution has been nothing short
of gargantuan. And our journey to recovering their story has only just begun ...

About the speaker: Matt Tocheri is Canada Research Chair in Human Origins, in Lakehead
University's Department of Anthropology. He is also a Research Associate in the Human Origins
Program at the Smithsonian Institution’s National Museum of Natural History. He received his
academic degrees in anthropology from Lakehead University (HBA) in Thunder Bay, Canada,
and Arizona State University (MA and PhD) in Tempe, Arizona. Matt’s main research interests
surround the evolutionary history and functional morphology of the human and great ape
family, the Hominidae. His work on the wrist of Homo floresiensis, the so-called ‘hobbits’ of
human evolution, received considerable attention worldwide after it was published in 2007 in
the journal, “Science”. Matt’s other recent publications appear in “Nature”, “PNAS”, “Journal of
Human Evolution”, “American Journal of Physical Anthropology”, “Journal of Anatomy”,
“International Journal of Osteoarchaeology”, “Dental Anthropology”, and “Journal of
Vertebrate Paleontology”.

PAST EVENTS
Eight Annual SAS Pool-Party/Pot-Luck/Social

On Saturday, July 11, 2026 SAS members and friends enjoyed a get-together at the home of
Dan and Victoria Foster. The pot luck resulted in delicious food and wonderful conversation. We
thank Dan and Victoria for hosting this event again.

SAS Webinar “Un-Erasing the Indigenous Paleolithic: Re-Writing the

Ancient Past of the Western Hemisphere (the Americas)” by Dr. Paulette F. C.
Steeves, Cree-Métis, Anthropologist /Archaeologist, Agoma University, Canada

On Saturday, August 1, 2026 to an audience of SAS members and friends on Zoom Dr. Paulette
F.C. Steeves talked about the peopling of the Americas. She related her indigenous background
and told about her destiny to explore the controversial topic. She pointed to animals such as
camels, dawn horses and saber tooth cats that were in the America but are now extinct. She
suggested animal movement to and from Asia may have led to migration of Hominids to the
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Americas much earlier than currently believed. Dr. Steeves relayed several archaeological sites
that are older than 14,000 years ago (ya) including Cactus Hill >14,000 ya, Topper 50,000 ya, La
Sena >14,000 — 22,000 ya, Curetti 130,000 ya and more. A lengthy discussion followed her talk.

MEMBER’S CORNER

Major Donors

We are pleased to acknowledge our major contributors for 2025/2026. These donations
support our scholarship program.

Patron ($1000 or more, listed in

alphabetical order)
Paul K. Davis and Knuti VanHoven Ruth McElhinney
Jan and Tom Johansen Carolyn and Gordon McGregor

Dennis Fenwick and Martha Lewis

Sponsor ($100 - $999)
George W. Foxworth
Jeremy Johansen
Teresa Steele

Annual Memberships

All memberships are renewable on January 1 annually except for those who joined recently
(after September 1 of the previous year). Please support the society by promptly paying your
2026 dues. Remember your dues help make scholarships possible. We keep overhead low so
that the funds can be used to support students. You may now use our web site
https://sacarcheology.org/society-membership/pay-dues/ to renew and make payment using a
credit card or Paypal. Remember a membership benefit is email receipt of
archaeological/anthropological articles and notices of related events.

The annual dues are:
Student/Limited Member  $15

Individual Membership S30

Family Membership $40

Sponsor $100 — 999 (individual)
$500 — 999 (business)

Patron $1000

Alternatively, please make out your check to “Sacramento Archeological Society, Inc.” and mail
it to:

Sacramento Archeological Society, Inc.
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P.O. Box 163287
Sacramento, CA 95816-9287
We really appreciate your support.

Annual Dues for 2026

Name(s): Email: Phone:

Email: Phone:

Address:

Student/Limited Member  $15 S
Individual Membership S30 S
Family Membership S40 S
Sponsor $100 S
Scholarship Donation S
Total enclosed S

ARCHAEOLOGICAL REFERENCES

Recent Articles
The reviewed article(s) chronologically presented (oldest subject first) are:
e “Lethal conflict after group fission in wild chimpanzees”
e “Decadal-scale droughts disrupted the African Humid Period in the Sahara”
e “Lasting Lower Rhine—Meuse forager ancestry shaped Bell Beaker expansion”
e “Long-distance genetic relatedness in megalithic central Europe”
e “The evolutionary history and unique genetic diversity of Indigenous Americans”
e “Local agricultural transition, crisis and migration in the Southern Andes”
e “Lethal plague outbreaks in Lake Baikal hunter-gatherers 5,500 years ago”
e “Demography and life histories across the Roman frontier in Germany 400-700 CE”
e “Teasing Secrets from between a Book’s Covers”

“Lethal conflict after group fission in wild chimpanzees”

“Territorial conflicts in animals can mirror aspects of human warfare, but civil war, with its
shifting group identities, has not been previously observed. The researchers report a rare,
permanent fission in the larges-known group of wild chimpanzees (Pan troglodytes). Using 30
years of behavioral observations and network analyses, they describe a transition from
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cohesion to polarization in 2015 and the emergence of two distinct groups by 2018. Over the
next 7 years, members on one group made 24 attacks, killing at least seven mature males and
17 infants in the other group. These findings indicate that group identities can shift and
escalate into lethal hostility in one of our closest living relatives in the absence of the cultural
markers often thought necessary for human warfare.” (Aaron A Sandel, et. al., Science, 2026-
04-9 pp. 216-220)

“Decadal-scale droughts disrupted the African Humid Period

in the Sahara”

“During the early and mid-Holocene, the Sahara and Sahel experienced a humid phase, the so-
called African Humid Period (AHP).The AHP started around 14.8 thousand years before present
(kyr BP), peaked between 9.0 kyr BP and 6.0 kyr BP and experienced short-lived droughts of as
yet poorly constrained age and duration. In this article the researchers show that the AHP was
punctuated by two droughts of decadal-scale duration, at about 9.3 kyr BP and 8.2 kyr BP, and
another more tentatively identified drought at 6.3 kyr BP. Their findings arise from a multiproxy
time series from the annually layered (varved) sedimentary archive of Lake Yoa in Chad, which
covers the past 10.25 kyr continuously. During the more prominent drought at 8.2 kyr BP,
pollen and diatom data, along with leaf-wax isotopes and geochemical source area indicators,
imply that a reduction in local precipitation and fluvial supply to Lake Yoa caused a lake-level
drop accompanied by an expansion of reed belts along the shore. The proxy data, together
with their climate simulations, suggest that the 8.2 kyr BP drought event was a direct and rapid
response to a potential weakening of the Atlantic Meridional Overturning Circulation (AMOC)
owing to sudden freshwater input into the North Atlantic. The results underline the need for
improved decadal predictions to better anticipate such drought risks in the future.” (Florence
Sylvestre et al, Nature, V 652 2026-04-9 pp. 365-370)

“Lasting Lower Rhine—Meuse forager ancestry shaped Bell

Beaker expansion”

“Ancient DNA studies revealed that, in Europe from 6500 to 4000 BCE, descendants of western
Anatolian famers mixed with local hunter-gatherers resulting in 70-100% ancestry turnover,
then steppe ancestry spread with the Corded Ware complex 3000-2500 BCE. In this article the
researchers document an exception in the wetland, riverine and coastal areas of the
Netherlands, Belgium and western Germany, using genome wide data from 112 people 8500-
1700 BCE. A distinctive population with high (approximately 50%) hunter-gatherer ancestry
persisted 3,000 years later than in most European regions, reflecting incorporation of female
individuals of Early European Farmer ancestry into local communities, In the western
Netherlands, the arrival of the Corded Ware complex was also exceptional: lowland individuals
from settlements adopting Corded Ware pottery had hardly any steppe ancestry, despite a Y-
chromosome characteristic of people associated with the early Corded Ware complex. These
distinctive patterns may reflect the specific ecology that they inhabited, which was not
amenable to full adoption of the early Neolithic type of farming introduced with
Linearbandkeramik and resulted in distinct communities where transfer of ideas was

Page 6 of 10



accompanied by little gene flow. This changed with formation of Lower Rhine-Mesuse Bell
Beaker users by fusion of local people (13-18%) and Corded Ware associated migrants of both
sexes. Their subsequent expansion then had a disruptive impact across a much wider part of
northwestern Europe, especially in Great Britain where they were the main source of a 90-
100% replacement of local Neolithic ancestry.” (Ifiigo Olaide et al, Nature, V 652 2026-04-23 pp.
938-946)

“Long-distance genetic relatedness in megalithic central

Europe”

“Megalithic monuments in Late Neolithic Europe are often viewed as symbols of shared
ancestry. In this study the researchers analyzed genomic-wide data of 203 individuals buried in
six megalithic graves complexes associated with the Western Funnel megalithic grave
complexes associated with the Western Funnel Beaker and Warberg groups. Despite being
considered archaeologically distinct, their results show that the studied individuals from both
groups form a genetically homogeneous population. Moreover, they identified first- and
second-degree relationships spanning up to 225 km, revealing unexpectedly long-distance ties
and sustained intersite and intergroup mobility. The six grave complexes functioned as
communal burial grounds and were not exclusively used for close genetic relatives, indicating
that social kinship played an important role. Limited evidence for genetic connections to distant
European megalithic populations indicates that monumentality spread culturally rather than
through biological networks.” (Nicolas Antonio da Silva, et. al., Science, 2026-05-21 pp. 839-
844)

“The evolutionary history and unique genetic diversity of

Indigenous Americans”

“Indigenous peoples of America represent the last principal expansion of humans across the
globe, yet their genetic history remains one of the least explored. Although these populations
have inhabited the continent for thousands of years, their evolutionary history remains largely
unresolved, owing to the limited availability of genomic data. In this article the researchers
present data on 128 high-coverage Indigenous American genomes and show they harbor
extensive and previously uncharacterized genetic diversity, reflecting at least three dispersal
into South America, followed by regional differentiation and long-term continuity. They
identified widespread natural selection signal in genes associated with immunity, metabolism,
reproduction and development, which were shaped by adaptation to diverse environment
conditions. Notable, several genomic regions exhibit a remarkable allele sharing with
Australasian populations, probably originating from an ancient admixture event and partly
maintained by selection for more than 10,000 years. They also detected distinct contributions
from archaic humans with adaptive introgression affected key biological functions. The limited
overlap between the regions of Australasian affinity and archaic ancestry indicated
independent evolutionary origins of these signals. These findings challenge simplified models of
continental settlement and show a more dynamic and complex evolutionary history for the
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Indigenous people of America.” (Marcos Araujo Castro e Silva et al, Nature, V 652 2026-04-7 pp.
134-146)

“Local agricultural transition, crisis and migration in the

Southern Andes”

“The transition to agriculture was a transformative process in human history with wide ranging
demographic and social consequences. Across South America, agriculture was adopted at
different times and through diverse pathways, resulting in a mosaic of regionally distinct
farming histories. The Uspallata Valley, at the southern frontier of Andean farming, offers a
unique opportunity to examine a case of late adoption of agriculture. In this article the
researchers show that agriculture in the Uspallata Valley was adopted by local hunter-
gatherers, as evidenced by genetic continuity between pre-farming and farming populations
inferred from 46 newly sequenced ancient human genomes. These groups carried a distinct
genetic component in Indigenous American diversity, indicating a unique population history in
the region. Paleodietary isotopes (6"™C/6"N) reveal fluctuating maize intake consistent with
flexible farming. Strontium isotopes (87Sr/2°Sr) indicate the arrival of migrants from nearby
regions between around 810-700 cal years BP, shortly before the Inca expansion. Genomic and
isotopic analyses show that these migrants belonged to the same regional metapopulation as
local groups, relied heavily on maize, probably moved in matrilineally organized family groups,
exhibited stress markers (including malnutrition and diseases, such as tuberculosis, as
confirmed by pathogen genomics) and experienced a long-term demographic decline. Their
results suggest that these groups used social organization and migration as resilience strategies
in the face of multidimensional crisis.” (Ramiro Barberena et al, Nature, V 653 2026-05-7 pp.
124-133)

“Lethal plague outbreaks in Lake Baikal hunter-gatherers
5,500 years ago”

“Plague is among the most devastating diseases in human history. However, early strains of the
plague-causing bacterium Yersinia pestis lacked virulence factors that are required for the
bubonic form until around 3,800 years ago. Consequently, the morbidity and mortality of early
plague strains remain unclear. In this article the researchers describe early plague strains that
are associated with two phases of outbreaks among mid-Holocene hunter-gatherers near Lake
Baikal in southeast Siberia, beginning from about 5,500 years ago. These outbreaks occur
across four hunter-gatherer cemeteries, with a 39% detection rate for plague infection. By
reconstructing kinship pedigrees, they show that small familial groups were affected, consistent
with human-to-human spread of disease and that the first outbreak occurred within a single
generation. The infections appear to have resulted in acute mortality, especially among
children (age 8 to 11 Years). They further note functional difference, including in the ypm
superantigen locus, which is also present in present day Yersinia pseudotuberculosis. The new
strains diverge ancestrally to known Y. pestis and constrain the timing of its emergence
indicating that this happened before approximately 5,700 years ago. These findings show that
plague outbreaks happened earlier than previously thought and were indeed lethal. They
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contend that the occurrence of outbreaks among mid-Holocene hunter-gatherer communities
well outside the sphere of Late Neolithic Europe challenges the notion that higher population
densities and lifestyle changes during the Neolithic agricultural transition were prerequisites for
plague epidemics. (Ruairidh Macleod et al, Nature, V 654 2026-06-18 pp. 697-705)

“Demography and life histories across the Roman frontier in
Germany 400-700 CE”

“The emergence of new political and social structures in Western and Central Europe during the
transition from Antiquity to the Middle Ages has long been attributed to large-scale migrations.
Yet emerging evidence increasingly emphasizes the role of small-group mobility in reshaping
the Roman world. In this article the researchers present 258 ancient genomes from the former
Roman frontier of southern Germany, which they analyze alongside 2,500 ancient and 379
modern genomes. Population genetic analyses reveal a major demographic shift coinciding with
the late fifth century collapse of Roman state structures, when a founding population of
northern European ancestry mixed with genetically diverse Roman provincial groups. Pedigree
reconstruction and filia, a method for inferring the ancestry of unsampled relatives, indicate
widespread intermarriage and minimal cultural differentiation. Genetic structure persisted
through the sixth century, with admixture forming a population resembling modern Central
Europeans by the early seventh century. Using Chronograph to refine the chronology of
genealogically linked individuals, they estimate a generation time of 28 years, life expectancies
of 39.8 years for women and 43.3 years for men, high infant mortality and a society in which
nearly one quarter of children lost at least one parent by age 10, yet most still grew up with
grandparents. Pedigrees further reveal a society centered on nuclear families that practiced
lifelong monogamy, strict incest avoidance, flexible lineage continuation and no levirate unions,
indicating continuity with Late Roman social practices that later spaced the European family.
(Jens Blocher et al, Nature, V 654 2026-06-25 pp. 984-993)

“Teasing Secrets from between a Book’s Covers
Scientists are exposing the biological information hidden in ancient

M . )

parchments without leaving a mark

“The development of non-destructive sampling methods, alongside advances in genomics and
proteomics has made it possible to extract biological information from ancient parchments
without visibly damaging them. The results are transforming how scholars understand human
history. By analyzing parchment, researchers are uncovering evidence of trade networks,
animal husbandry, medical and ritual practices, climate change, epidemics and floods. During
medieval times, parchment was Europe’s dominant writing material, used for everything from
legal records to sacred text. It was made by soaking animal skins in lime, stretching them on
frames and scraping them thin as they dried. Even after hundreds of years, parchment bears
subtle traces of that process: follicle patterns on the hair-side, smoother textures on the flesh
side and variations that experienced scholars can read almost intuitively.” (Marla Broadfoot,
Nature, V 652 2026-04-9 pp. 529-531)
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